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TSISLYMKPPPKPQTTGAWVADQFVLYLGSK NAKKEYMGLAIK NDHL ^VYNLGM KDVBILLDSKPVSSWPAYFSIV 
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A4G-1 A4G-2 A4G-3 A4G-4 A4G-5 A4G-6 A4G-7 A4G-8 A4G-9 A4G-10 

xVervgkrgkvfltvpsssstaeekfikkgefagddslldltpedtvfyvggvpanpklpaslmlpsysgclelatl 

<i o < o q e <a > -o 



A4G-11 A4G-12 A4G-13 A4G-14 A4G-15 A4G-16 A4G-17 A4G-18 A4G-19 
1006 1082 

NNDVI^S LYNF KHIYNMDPSKS VPCARDKLAF TQSRAASYFFP G^^ 

^ A4G-20 ^AaG-21 A4G-22 A4G-23 < ' A4G-24 A4G-25** A4G-26 A4G-27 *A4G-28 

LLMVNGSMFFSLEMRNGYLHVFYDFGFSNGPVHLEDTLKKAQINDAKYREISIIYHNDKKMILVVDRRHVKSTDNEK 
< ... & •< >• <a ■■ ■ ■- ■ - »• 



A4G-29 A4G-30 A4G-31 A4G-32 A4G-33 A4G-34 A4G-35 A4G-36 A4G-37 

KKIPFTDIYIGGAPQEVLQSRTLRAHLPLDINFRGCMKGIQFQKKDFNLLEQTBTLGVGYGCPEDSLISRRAYFNGQ 
-< ■■ ■ - ■ > • ■- - - . . . o >. < - ■■ — ■■ — -.>. •< 

t> <3 0< > <3 &■ «g t» 

A4G-38 A4G-39 A4G-40 A4G-41 A4G-42 A4G-43 A4G-44 A4G-45 A4G-46 A4G-47 

SFjAS IQKI SFFOGFEGGFNF RT ffiPNGLLFYYTSG SDW ^ 

A4G-48 A4G- 4 9^ A4G-50 A4G-st A4G-52 ^A4G-53 A4G-54 °A4 G- 55 A4G-56 * 

SDTRYELVVDKSRLRGKNPTKGKAEQTQTTEKKFYFGGSPISPQYANFTGCISNAYFTRLDRDVEVEAFQRYSEKVH 

O- < > O ■ ■ t>-< > -<3 ■ C*- 



A4G-57 A4G-58 A4G-59 A4G-60 A4G-61 A4G-62 A4G-63 A4G-64 A4G-65 A4G-66 

1311 UIJ 
TSLYECPIESSPLFLLHKKGKNSSKPKTNKQGEKSKDAPSWDPIGLKFLEQKAPRDSBCBLFSSPRAIEHAYQYGGT 



A4G-67 A4G-68 A4G-69 A4G-70 A4G-71 A4G-72 A4G-73 A4G-74 A4G-75 
14(8 1544 

ANSRQEFEHEQGDFGEKSQFSIRLKTRSSBGMIFYVSDQEEHOFHTLFLABGRLVFMFNVGHKKLKIRSQEKYNDGL 

, — — — >. 1 " _^ — >■ ■< ^ t> ^ ■ fr* •< "<j- 

" • " — o 



A4G-76 A4G-77 A4G-78 A4G-79 A4G-80 A4G-81 A4G-82 A4G-83 A4G-B4 A4G-85 

1545 1S21 
WHDVIFIREKSSGRLVIDGLRVLEERLPPSGAAWKIKGPIYLGGVAPGRAVKHVQITSVYSFSGCLGNLQLHGASIT 
— — >■ -o — — - > ^ — — c> ■ ■ > ^ < d > 

A4G-86 A4G-87 A4G-88 A4G-89 A4G-90 A4G-91 A4G-92 A4G-93 A4G-94 

SASQTFSVTPCFBGPMETGTYFSTEGGYV VLDES FMIGLKFBIAFE VRPRSS SGTLVHGHSVHGEYLNVBHRMGOVI 
& "<3 , o ■ o <a -o— 

< o 



A4G-95 A4G-96 A4G-97 A4G-98 A4G-99 A4G-100 A4G-101 A4G-102 A4G-103 

VKVNNGVRPF STSVTPKQNLC PGRWBRITVIR DSN ^ 

A4G-104 A4G-105 A4G-106 A4G-107 A4G-108 A4G-109 A4G-110 A4G-111 A4G-U2 

A^KPFTGC IRHFVIDSRPVS FSK AALVSGAVSIKS CP^A 
A4G-113 A4G-114 A4G-115 A4G-116 




talkfhiqspvpapepgkntgdhfvlymgsrqatgdymgvslrnqkvhwvyrlgkagpttlsidehigeqfaavsVdr 



A5G-1 A5G-2 A5G-3 A5G-4 A5G-5 A5G-6 A5G-7 A5G-8 A5G-9 A5G-10 

2758 2834 
TLQFGHMSVTVEKQMVHEIKGDTVAPGSEGLLNLBPDDFVFYVGGYPSNPTPPEPLRFPGYLGCIEMETLNEEVVSLY 



A5G-11 A5G-12 A5G-13 A5G-14 A5G-15 A5G-16 A5G-17 A5G-18 

2835 2912 
NFEQTFMLDTAVDKPCARSKATGDPWLTDGSYLDGSGFARISFEKQFSNTKRFDQELRLVSYNGIIFFLKQESQFLCL 
q ^ o ■< t» o — r o o— <3 



A5G-19 A5G-20 A5G-21 A5G-22 A5G-23 A5G-24 AG5-25 A5G-26 AG5-27 A5G-28 

2913 2980 
AVQEGTLVLFYDFGSGLKKADPLQPPQALTAASKAIQVFLLAGNRKRVLVRVERATVFSVDQDNMLEMADAYYLGGVP 

q ^ O <3 O <3 > <3 t> ■< 



A5G-29 A5G-30 A5G-31 A5G-32 A5G-33 A5G-34 A5G-35 A5G-36 A5G-37 A5G-38 

2981 3058 
PEQLPLSLRQLFPSGGSVRGCIKGIKALGKYVDLKRLNTTGISFGCTADLLVGRTMTFRGHGFLPLALPDVAPITEVV 



A5G-39 A5G-40 A5G-41 A5G-42 A5G-43 A5G-44 A5G-45 A5G-46 A5G-47 

3059 3146 

YSGFGFRGTQDNNLLYYRTSPDGPYQVSLREGHVTLRFMNQEVETQRVFADGAPRYVAFYSNVTGVWLYVDDQLQLVK 

•< '■ > ■' fr' " ' < >• ^ — i 1 1. 

- fr» C> «C -O <3 -t> O 

A5G-48 A5G-49 A5G-50 A5G-51 A5G-52 A5G-53 A5G-54 A5G-55 A5G-56 

3147 3224 
SHERTTPMLQLQPEEPSRLLLGGLPVSGTFHNFSGCISNVPVQRLRGPQRVFDLHQNMGSVNVSVGCTPAQLIETSRA 
«q > — •< ^ & < e» < 



A5G-57 A5G-58 A5G-59 A5G-60 A5G-61 A5G-62 A5G-63 A5G-64 A5G-65 A5G-66 

3225 3302 
TAQKV SRRSRQPSQDL ACTTPWLPGTI QDAYQFGGPL PSYLQ FVGISPSHRNRL HLSM LVRPHAASQGLL LSTAPHSG 

— e> -* a o «q t > - ■< — — ~ — t> o ~ p» 

A5G-67 A5G-68 A5G-69 A5G-70 A5G-71 A5G-72 A5G-73 A5G-74 A5G-75 

3303 3380 
RSPSLVLFLNHGHFVAQTEGPGPRLQVQSRQHSRAGQWHRVSVRWGMQQIQLWDGSQTWSQKALHHRVPRAERPQPY 
- — t> <3 ■ i o- ■■ — e> ■< o -o o •< • 



A5G-76 ASG-77 A5G-78 A5G-79 A5G-80 A5G-B1 A5G-B2 A5G-83 A5G-84 A5G-85 

3381 3458 
TLSVGGLPASSYSSKLPVSVGFSGCLKKLQLDKQPLRTPTQMVGVTPCVSGPLEDGLFFPGSEGWTLELPKAKMPYV 



A5G-86 A5G-87 A5G-B8 A5G-89 A5G-90 A5G-91 A5G-92 A5G-93 

3459 3536 
SLELEMRPLAAAGLIFHLGQALATPYMQLKVLTEQVLLQANDGAGEFSTWVTYPKLCDGRWHRVAVIMGRDTLRLEVD 



A5G-94 A5G-95 A5G-96 A5G-97 A5G-98 A5G-99 A5G-100 A5G-101 A5G-102 

3537 36U 

TQSNHTTGRLPESLAGSPALLHLGSLPKSSTARPELPAYRGCLRKLLINGAPVNVTASVQIQGAVGMRGCPSGTLALS 

■< - »• q — ■< >■ t3 b 

O O— — — O <3 > <3— — O < 

A5G-103 A5G-104 A5G-105 A5G-106 A5G-1Q7 A5G-108 A5G-109 A5G-110 A5G-H1 

KQGKALTQRHAKPSVSPLLH 



A5G-112 A5G-113 



% Disruption/ 



PEPTIDES 


Laminin Chain and Amino Acid Sequence Number 


Amino Acid Sequence 


Disassembly of Fibrillar 
AB(AB:Peptide Molar 
Ratio of 1:6) 


AG73 


Alpha- 1 chain; residues 2719-2730 


RKRLQVQLSIRT 


46%(S;p<0.01)*** 


A3 


Alpha-3 chain; residues 2243-2254 


KPRLQFSLDIQT 


23%(S;p<0.01) 


A5 


Alpha-5 chain; residues 3275-3286 


RNRLHLSMLVRP 


22%(S;p<0.01) 


C-16 


Gamma- 1 chain; residues 139-150 


KAFDITYVRLKF 


28%(S;p<0.0l)*** 


LAM-L 


Alpha-1 chain; residues 2097-2108 


AASIKVAVSADR 


24%(S; p<0.01) 


A-13 


Alpha- 1 chain; residues 97-109 


RQVFQVAYIUKA 


30%(S;p<0.01)*** 




Aipna-j cnain, resiaues 1 1 fj-i io4 


Aorury 1 ryrou 


z l to 1,0, p^.u.u J ) 




Aipna-j cnain, resiaues i lov-zuuu 


UHTU/TD \] 1 OVTI 


Zo /0^O,p<U.Ul^ 


If A IP CO 

HA3G58 


Alpna-3 chain; residues 1270- 1 28/ 


IPK1\/C\//~VD 1 CI C 

loN V r VQKLoLo 


J2 % (o, p<U.Ul 


HA3G67 


Alpha-3 chain; residues 1342-1353 


A CDDC\/L r \/U/r\n A 

AorPo V KVWQUA 


OZ. /C. «^A Al %*** 

2D Vo (o, p<U.Ul 


HA3G71 


Alpha-3 chain; resiaues 1379- 1 390 


r ICLPQ bL L K. r R o 


zJ vo (o, p<U.U3) 


HAJLl /4 


Alpha-3 chain; residues 1402-1414 


I?m UPUTP.Tk'WCR 

KULV rti lO 1 N.lNor 


JZ 70 {5, p<U.U 1 J 


HA3G75 


Alpha-3 chain; residues 141 1-1422 


KNSFMALYLSKG 


24%(S;p<0.01) 


HA3G76 


Alpha-3 chain; residues 1418-1429 


YLSKGRLVFALG 


26%(S;p<0.01)*** 


HA3G79 


Alpha-3 chain; residues 1444-1455 


NDGKWHTVVFGH 


27%(S;p<0.01)*** 


HA3G83 


Alpha-3 chain; residues 1477-1487 


GNSTISIRAPVY 


33 %(S;p<0.01)*** 


A4G31 


Alpha-4 chain; residues 1 101-1 1 12 


LHVFYDFGFSNG 


23 % (5; p<0.Ul) 


A4G82 


Alpha-4 chain; residues 1513-1524 


TLFLAHGRLVFM 


30%(S;p<0.0l)*** 


A5G15 


Alpha-5 chain; residues 2792-2803 


HPDDFVFYVGGY 


30%(S;p<0.0l)*** 


A5G35 


Alpha-5 chain; residues 2950-2961 


VLVRVERATVFS 


20%(S;p<0.05) 


A5G46 


Alpha-5 chain; residues 3043-3054 


FLPLALPDVAPI 


21 %(S; jxO.05) 


A5G56 


Alpha-5 chain; residues 3135-3146 


WLYVDDQLQLVK 


27%(S;p<0.01)*** 


A5G71 


Alpha-5 chain; residues 3259-3270 


GPLPSYLQFVGI 


22 % (S; p<0.05) 


A5G80 


Alpha-5 chain; residues 3329-3340 


VQSRQHSRAGQW 


25%(S; p<0.01)*** 


A5G81 


Alpha-5 chain; residues 3337-3348 


AGQWHRVSVRWG 


41 %(S;p<0.01)*** 


A5G82 


Alpha-5 chain; residues 3345-3356 


VRWGMQQIQLVV 


29%(S;p<0.01)*** 


A5G84 


Alpha-5 chain; residues 3361-3372 


TWSQKALHHRVP 


27 % (S; p<0.01)*** 


A5G101 


Alpha-5 chain; residues 3516-3527 


DGRWHRVAVIMG 


39%(S; p<0.01)*** 


A5G109 


Alpha-5 chain; residues 3587-3598 


APVNVTASVQIQ 


32%(S;p<0.01)*** 


A5G110 


Alpha-5 chain; residues 3594-3605 


SVQ1QGAVGMRG 


23 % (S; p<0.05) 



*** Selected for Further Testing 
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PTI- 




.Sltmrtiirf* 

W UL UVlulv 


VOi inula 


\/r\\7 
JV1 W 


DP-oei 

D-AG73 or 
D-Al 
Al -chain 
2719-2730 

i 




Arg-Lys-Arg-Lue-Gln-Val-Gln-Leu-Ser-Ile-Arg-Thr 

ooqo poo o o o o 


C64H 120 N 24 O 17 


1497.82 


DP-002 

D-A13 
A 1 -chain 
97-109 




Arg-Gln-Val-Phe-Gln-Val-Ala-Tyr-Ile-Ile-IIe-Lys-AIa 

i » » » » ! ? j 4 i S ! 
"1 i X -i — •-■ S — s V V t -» 

I no 


C 7 4H|2[N|90i7 


1548.90 


DP-003 

D-HA3G76 
A3 -chain" 
1418-1429 




Tyr-Leu-Ser-Lys-Gly-Arg-Leu-Val-Phe-Ala-Leu-Gly 

: * H . >fw » » „ : ° o y 

rV -v ! 1 ^ , l . ; v * 1. ^™ 

1l, 5 ! ho • ; ^ ; • kh 

no ' .-■ : : 

. «W ; !*; 


C63H102N16O15 


1323.61 


DP-004 

D-A4G82 
A4-chain 
1513-1524 




Thr-Leu-Phe-Leu-Ala-His-Gly-Arg-Leu-Val-Phe-Met 


C67H l 05Ni 7 Oi 4 S 


1404.75 


DP-005 

D-A5G81 
A5 -chain 
3337-3348 




Ala-Gly-Gln-Trp^His-Arg-Val-Ser-Val-Arg-Trp-Gly 

., ^ XX) 


C 6 5H 95 N 23 0 15 


1438.62 


DP-006 

D-A5G101 
A5 -chain 
3516-3527 




Asp-Gly-Arg-Tq>-His-Arg-Val-Ala-Val-Ile-Met-Gly 


C 6 iH 97 N 21 0 15 S 


1396.65 


DP-007 

D-HA3G47 

A3-chain 

1189-2000 




His-Gln-Thr-Trp-Thr-Arg-Asn-Leu-Gln-Val-Thr-Leu 


C66H|05N 2 iO| 9 


1496.70 


DP-008 

9-HA3G58 

A3-chain 

12,76-1287 




Ile-Ser-Asn-Val-Phe-Val-Gln-Arg-Leu-Ser-Leu-Ser 


C61H103N17O18 


1362.60 



fig. ia« 



PTI- 




Structure 


Formula 


MW 


DP-009 

D-HA3G74 

A3-chain 

1402-1414 




Arg-Gly-Leu-Val-Phe-His-Thr-Gly-Thr-Lys-Asn-Ser-Phe 


C66H102N20O18 


1463.67 


D-HA3G83 
A3 -chain 
1477-1487 




GIv-Asn-Ser-Thr-Ile-Ser-Ile-Arg-Ala-Pro-Val-Tvi 1 

- M, ; J 


C 56 H 92 N l6 0 18 


1277.45 


DP-011 

D-A5G82 
A5-chain 




Val-Arg-Trp-Gly-Met-Gln-Gln-Ile-Gln-Leu-Val-Val 


C66Hi09N[9Oi6S 


1456.78 


3345-3356 






DP-012 

D-A5G109 
A3 -chain 
1444-1455 




Ala-Pro- Val-Asn-Val-Thr-Ala-Ser-Val-Gln-De-Gln 


C 5 3H 91 N l5 0 18 


1226.40 


DP-013 

D-rAG73 oi 
D-rAl 
A 1 -chain 
r2719-2730 
or 

2730-2719 




Thr-Arg-Ile-Ser-Leu-Gln-Val-Gln-Leu-Arg-Lys-Arg 


C64H120N24O17 


1497.82 


DP-014 

D-rA13 
A 1 -chain 
r92-109 
or 

109-92 




Ala-Lys-Ile-Ile-Ile-Tyr-Ala-Val-Gln-Phe-Va!-Gln-Arg 


C74Hi2lNi 9 0i 7 


1547.92 


DP-015 

D-rHA3G76 
.A3 -chain 

r!418-1429 

or 

1429-1418 




Gly-Leu-Ala-Phe-Val-Leu-Arg-Gly-Lys-Ser-Leu-Tyr 

HN 


C63H102N16O15 


1323.61 


DP-016 

D-rA4G82 
A4-chain 
rI5l3-1524 
or 

1524-1513 




Met-Phe-Val-Leu-Arg-Gly-His-Ala-Leu-Phe-Leu-Thr 

^ — 

KM 


C67H105N17O14S 


1404.75 



PTI- 




Structure 


Formula 


MW 


DP-017 

D-rA5G81 
A5 -chain 
; r3337-3348 
or 

; 3348-3337 






C 6 5H 9 5N230i5 


1438.62 


1 DP-018 

: D-rA5G101 
A5 -chain 

: r35 16-3527 
or 

3527-3516 




vjiy-mci-jic- v a I -/Via- V al-/\rg-rilS- 1 rp-Arg-vjly-Asp 


C61H97N21O15S 


1396.65 


LP-019 

AG73 or A I 
A 1 -chain 
2719-2730 


• ; ; 


Arg-Lys-Arg-Lue-Gln-Val-Gln-Leu-Ser-De-Arg-Thr 

"TyvvvvvvvvVv 

ooooooo' o o o S i 


C64H120N24O17 


1497.82 


LP-020 

A13 

A 1 -chain 
92-109 




Arg-Gln-Val-Phe-GIn-Val-AIa-Tyr-De-Ile-Ile-Lys-Ala 

.? r f r - •■ ? r ? ? r * : r ■ 

ooooooo oooooo 


C74Hi2|Ni 9 0i7 


1548.90 


I LP-021 

i HA3G76 
A3 -chain 
1418-1429 

i 


\ . 


Tyr-Leu-Ser-Lys-Gly-Arg-Leu-Val-Phe-Ala-Leu-Gly 

MO * - ' HM. | ' >- 1 

i ° o ° 


C63H|02N|6O|5 


1323.61 


LP-022 

A4G82 

A4-chain 

1513-1524 




Thr-Leu-Phe-Phe-Met-Arg-Leu-Val-His-Ala-Leu-Gly 


QtHiosNhOhS 


1404.75 


LP-023 

A5G81 
A5 -chain 
3337-3348 




ma vj ijr win 1 1 p-nib-/\r g- v ai-oer- v ai-Arg- 1 rp-oiy 

U II IT m 'I « n - O " 

. i * / r s » • .« 


C65H95N2301S 


1438.62 


LP-024 

A5G101 

A5-chain 

3516-3527 




Av^p vjiy-/\rg- 1 rp-nis-/\rg- v ai-Aia- v ai-lle-Met-Oly 


C61H97N210I5S 


1396.65 



PTI- 




Structure 


Formula 


MW 


LP-025 

0-sheet 
breaker 
or 
iA05 




Leu-Pro-Phe-Phe-Asp 


C 3 3H43N 5 0g 


637.74 


DP-026 

Trc'n 

5;l-7 




Ala-Gly-Gln-Trp-His-Arg-Val 


C 3 8H56N 14 09 


852.95 












DP-027 

Trc'n 

5;2-8 




Gly-Gln-Trp-His-Arg-Val-Ser 


C38H56N14O10 


868.95 


DP-028 

Trc'n 

5;3*-9 




Gln-Trp-His-Afg-Val-Ser-Val 


C41H62N14O10 


911.04 


DP-029 
: Trc'n 
5;4-10 




Trp-His-Arg-Val-Ser-Val-Arg 


C 4 2H66N, 6 09 


939.09 


1 DP-030 
Trc'n 
5;5-ll 

j 




His-Arg-Val-Ser-Vai-Arg-Trp 


C 4 2H66N, 6 0 9 


939.09 


! DP-031 
1 Trc'n 
5;6-12 




Arg-Val-Ser-Val-Arg-Trp-Gly 

KM 


C38H62NI409 


859.00 


DP-032 

Trc'n 

6;l-7 




Asp-Gly-Arg-Trp-His-Arg-Val 


C40H60N16O10 


925.02 



fia- 13d 



PTI- 
DP-033 
Trc'n 
6;2-8 



DP-034 
Trc'n 
6;3-9 



DP-035 

Trc'n 

6;4-10 



DP-036 

Trc'n 

6;5-U 



DP-037 

Trc'n 

6;6-12 



DP-038 
Trc'n 
4; 1-7 

DP-039 
Trc'n 
4;2-8 



DP-040 

Trc'n 
4;3-9 



Structure 


Formula 


MW 


Gly-Arg-Trp-His-Arg-Val-Ala 








CssHajN.sOg 


881.01 


Arg-Trp-His-Arg-Val : Ala-Val 








C42H66N«S08 


923.09 


Trp-His-Arg-Val-Ala-Val-Ile 








042^,308 


880.07 


His-Arg-Val-Ala-Val-Ile-Met 






«. < ^<» 


0361^,2088 


825.05 


Arg-Val-ATa-Val-ne-Met-Gly 








C 3 2H6oN 10 0 8 S 


744.96 


Thr-Leu-Phe-Leu-Ala-His-Gly 








C36H55N9O9 


757.89 


Leu-Phe-Leu-Ala-His-Gly-Arg 








C3 8 H6oN|208 


812.97 


Phe-Leu-Ala-His-Gly-Arg-Leu 








C38H«)Nl20 8 


812.98 



PTI- 




Structure 


Formula 


iviw 


DP-041 
Trc'n 

1 11 

4;4-10 




Leu-Ala-His-Gly-Arg-Leu-Val 

V. I \ r-t f » \ 

WW 

" X 


C34H«>N l2 0 8 


764.93 


DP-042 

Trc'n 

4;5-ll 




Alo XJio f~Z\\f Atrr T All \/o1 PVia 

Aia-rlis-vjiy-Arg-Leu- v ai-rne 


C37H58N12O8 


798.95 


DP-043 

Trc'n 

4;6-12 




His-Gly-Arg-Leu-Val-Phe-Met 


Cj^NuOgS 


859.07 


Trc'n 
15;l-7 




Gl v-Leu- Ala-Phe- Val-Leu- Are 


C J7 H62N,o08 


774.97 


DP-045 

Trc'n 

15;2-8 




Leu-AIa-Phe-Val-Leu-Arg-Gly 


C37H62N10O8 


774.97 


DP-046 

Trc'n 

15;3-9 




Ala-Phe- Val-Leu-Arg-Gly-Lys 
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